We have studied the transcriptional activation of translocated c-myc genes in murine plasmacytomas in which the translocation juncture occurs within the first intron of c-myc and juxtaposes c-myc with the immunoglobulin C* gene segment. It has been widely suggested that a novel transcriptional enhancer element located near the C« gene segment might activate the translocated c-myc gene. We have carried out an extensive search for such an element and find no significant transcriptional enhancer activity in a 22 kb region encompasing the translocation junction, C<* gene segment and regions 3' of C*. We also find that the cryptic promoter region of the translocated c-oyc gene is a very weak promoter of transcription. Despite this evidence against the presence of strong transcriptional regulatory elements, the translocated c-myc gene locus is transcribed at high rates that are 25->100Z' of that measured for the highly active immunoglobulin genes in murine plasmacytomas. These data suggest the presence of a novel type of strong activator of transcription in the murine heavy chain locus.
INTRODUCTION
, T1017, and M173 (data not shown) was tested for enhancing activity both 5' and 3 1 to CAT. Again, no enhancing activity was seen (Table   1) . Thus, we conclude that no detectable enhancer element is found within the R1R14.2 fragment. In summary, the data show that no enhancer element detec- (Fig. 2) . These data show that an enhancer relatively specific for the cryptic start region 
sites was detectable in any of the transfectants although endogenous c-myc transcripts were easily detected (data not shown). From these experiments, we found no evidence that any region can activate c-myc transcription (data not shown). This result makes it unlikely that a strong cis-acting element that is detectable by stable transfection experiments exists in this region.
The translocated c-myc locus is transcribed at high rates comparable to that of_ the I& heavy chain locus. Although our previous work showed a striking increase in DNase I sensitivity of the chromatin structure of the translocated c-nyc gene (23), which suggested strong transcriptional activation, our finding that there was no enhancer detectable in the region and that the cryptic promoter region alone was not active suggested that the transcription rate of translocated c-myc genes might be low. We decided to perform run-on tran- Table   3 ) and probes for the IgH locus, (XI.0 and RlX1.9; Table 3 ) were used to measure transcription in S107 and M603. We found that transcription of the myc sense strand was about 27% and 53Z of that observed for the whole 3 1 c-myc locus in M6O3 and S107, respectively (Table 3 
